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Molecular Microbial Ecology Group 
 
Description 
The Molecular Microbial Ecology Group of the University of Alicante is part of the Department 
of Physiology, Genetics and Microbiology. The group was stablished in 1999 by Prof. Josefa 
(Pepa) Antón and its trajectory started addressing different aspects of the microbial ecology of 
hypersaline environments and the microbiota of marine invertebrates, by using different 
culture dependent and independent approaches. The group has grown and diversified in four 
Principal Investigators laboratories, Josefa Anton Botella, Manuel Martinez Garcia, Fernando 
Santos Sanchez and Ana Belen Martin Cuadrado, with different but interconnected research 
topics and national and international funded projects with a solid network of collaborations. 
Marine environments: 
    Diversity and function of microbial marine symbionts 
    Vibrio coral pathogens and their viruses 
    Marine aquatic microbial ecology and virology 
    Micro-diversity of Pelagibacter and their viruses 
    Microbial communities of Mar Menor sediments 
Hypersaline environments: 
    Ecology and evolution of microbes from hypersaline environments and their viruses 
    Salinibacter and its viruses as model system 
Other systems: 
    Microbiology and Virology of drinking water wastewater and spread of antibiotic resistance 
genes by wastewater microbes 
    Animal and Human Microbiome studies 
    Biofilms in drinking water systems 
General Virology: 
    Viruses of the world: from the Antarctic to other remote environments 
    Control of virus-host interactions 
Microfluidics as a tool in microbial ecology 
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Optimization of Single-virus genomics pipeline (BIGELOWLABORATORY1-16I) 
PI: Manuel Martinez-Garcia. Gordon and Betty Moore Fundation 
 
Cell to Ecosystem: Understanding Methane and Associated Nutrient Cycling by Sediment 
Hosted Syntrophic Consortia and Their Viral Predators (CALTECH-DE-SC0020373) 
PI: Manuel Martinez-Garcia. Dr. Victoria Orphan (CALTECH) 
 
MICROMATES 
PI: Josefa Antón y Fernando Santos 
Ministerio de Economía, Industria y Competitividad 
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Title:   ESTUDIO DE LAS VIROSFERAS DE SALINIBACTER RUBER Y HALOQUADRATUM WALSBYI  
 Doctorate:   Villamor Serrano, Judith 
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 University:   Universitat d´Alacant  
 Centre:   Escola de Doctorat  
 Programme:   DOCTORAT EN BIOLOGIA EXPERIMENTAL I APLICADA  
 Date:   07/05/2021  
   
  
 Title:   ECO-METAGENÓMICA DE VIRUS EN AMBIENTES HIPERSALINOS  
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