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Group name:
Structural Biology of Viral Fibres

Description:

Some viruses and bacteriophages attach to their host cell via proteins integral to their capsids,
for example poliovirus, coxsackievirus and rhinovirus (‘common cold virus'). Other viruses
bind to their host cell receptors via specialized spike proteins (for example HIV, the AIDS-
virus), or via specialized fiber proteins, like adenovirus, reovirus and many bacteriophages.
Virus fibers have the same basic architecture: they are trimeric and contain an N-terminal
virus or bacteriophage attachment domain, a long, thin, but stable shaft domain and a more
globular C-terminal cell attachment domain. Their detailed folds are very diverse and often
reveal novel features. These trimeric, fibrous proteins are very stable to denaturation by
temperature or detergents. Our goal is to determine the structures of these proteins and thus to
make an extensive inventory of stable trimeric folds present in nature. We also want to
explain how they bind their receptors and therefore aim to crystallize them with receptor
analogues.
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Research lines:
- Structure determination of bacteriophage tail fibres and tailspikes.
- Structure determination of bacteriophage endolysins.
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