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The research of the group focuses on the study of the molecular microbiology of marine bacteria. 

Currently, our main research interest is the study of the mechanisms of bacterial defense against 

phages, including the role of CRISPR-Cas systems in that process. 

Group Members: Antonio Sánchez Amat (P.I.), Patricia Elío Lucas, Christian José Martínez 

Jiménez, Andrea Martínez Cazorla, Antonio Bernal Soro and Jonatan Cristian Campillo Brocal. 

Research topics: Isolation and characterization of marine bacteria and phages, role of CRISPR-

Cas systems in phage defense, alternative defense mechanisms, use of phages as biocontrol agents 

of plant pathogenic bacteria, amino acid oxidases as antimicrobial proteins with a quinone 

cofactor, bacterial melanins, laccases. 
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Doctoral Thesis: 7 Thesis completed and three ongoing. 
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